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PGCM1 : progesterone receptor membrane 1

Journal of
Neurochemistry

@ JOURNAL OF NEUROCHEMISTRY | 2017 | 140 | 561-575 doi: 10.1111/jnc.13917
ORIGINAL Small molecule modulator of sigma 2 receptor is

ARTICLE

neuroprotective and reduces cognitive deficits and
neuroinflammation in experimental models of
Alzheimer's disease

OPEN & ACCESS Freely available online @PLOS | one

Alzheimer’s Therapeutics Targeting Amyloid Beta 1-42
Oligomers II: Sigma-2/PGRMC1 Receptors Mediate Abeta q{
42 Oligomer Binding and Synaptotoxicity

Nicholas J. 1zzo', Jinbin Xu?, Chenbo Zeng®, Molly J. Kirk®®, Kelsie Mozzoni', Colleen Silky',

Courtney Rehak’, Raymond Yurko', Gary Look’, Gilbert Rishton’, Hank Safferstein’, Carlos Cruchaga®,
Alison Goate®, Michael A. Cahill'®, Ottavio Arancio’, Robert H. Mach?, Rolf Craven®, Elizabeth Head®,
Harry LeVine IlI%, Tara L. Spires-Jones™®, Susan M. Catalano'*

GPMG6A : Glycoprotein M6A

Characterization of changes in global gene expression in the brain
of neuron-specific enolase/human Tau23 transgenic mice

PRRSATIONAL MK NN MOLBOULAR MEDSCINE 2% 4240 2o

in response to overexpression of Tau protein

CD81:Tetraspanins family

8 .
¢ frontiers )
in Molecular Neuroscience

The Emerging Role of Tetraspanins in
the Proteolytic Processing of the
Amyloid Precursor Protein

Lisa Seipold and Paul Saftig *

Institut fir Biochemie, Chvistian-Albrechts-Universitit 2u Kiel (CAL), Kiel, Germany

DLGAPZ2 : DLG-Associated Protein 2

et o At P 84 3005, ——
TR .
[

Genetic Variation in Imprinted Genes
is Associated with Risk of Late-Onset
Alzheimer’s Disease

PFKM: Phospofructokinase

Cytotechnology (2016) 68:2567-2578
DOI 10.1007/s10616-016-9980-3

ORIGINAL ARTICLE
Neuroprotective effect of Picholine virgin olive oil and its
hydroxycinnamic acids component against f-amyloid-
induced toxicity in SH-SYSY neurotypic cells |
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SLC25A38 (APPOPTOSIN)
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BTN, 5[, SLC25A38 OHRIFIETI

Bax/BH3It>AB/glutamatelZ &k > THFE I 5
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@ Previous

Featured Article Articles, Cellular/Molecular

Appoptosin is a Novel Pro-Apoptotic Protein and Mediates Cell
Death in Neurodegeneration

Next @

Han Zhang, Yun-wu Zhang, Yaomin Chen, Xiumel Huang, Fangfang Zhou, Weiwel Wang, Bo Xian, Xian Zhang, Eliezer Masliah, Quan Chen,
Jing-Dong J. Han, Guojun Bu, John C. Reed, Francesca-Fang Liao, Ye-Guang Chen, and Huaxi Xu

Journal of Neuroscience 31 October 2012, 32 (44) 15565-15576; DOI: https://doi.org/10.1523/JNEUROSCI.3668-12.2012
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repositonable drug taregt

Tamoxifen PRKCB PRKCE PRKCG ESRRG
Mignserin SLCGA4 DRD3 OPRK1 ADRALB
Amitriptyline SLCGA4 OPRKL ADRALE OPRML
Dextromethorphan SLCeA4 PGRMCL OPRMI1 OPRKL
Mirtazapine OPRK1 ADRALB DRD3 SLCEAL
Tramadol OPRM1 OPRKL SLCBA4

Zine MPG SERPINAL SERPIND1
Amoxapine SLCoA4 DRO3 ADRALB
Etorphine OPRM1 OPRKL OPRLL
Tapentadol OPRM1 OPRKL SLCBA4
Loxapine ADRALB DRD3 SLCRA4
Pethidine OPRK1 OPRM1 SLCRA4

Vitamin E PRKCB

N-1{2R])-2-benzyl-4-thydroxyaming)-4- LTA4H

# of target category

4

4
-
-
-
3
3
3
3
3
3
3

Anti-Estrogens; Antineoplastic Agents; Antineoplasti

Adrenergic Agents; Adrenergic alpha-Antagonists; A

Alkaloids; Antitussive Agents; Central Nervous Syste
Adrenergic Agents; Adrenergic alpha-Antagonists; A
Alcohols; Amines; Analgesics; Analgesics, Opioid; Ci
Acetates; Acetic Acid; Acids; Acids, Acyclic; Acids, b
Adrenergic Agents; Adrenergic Uptake Inhibitors; Al
Alkaloids; Analgesics; Analgesics, Opioid; Central MNi
Analgesics; Analgesics, Opioid; Benzene Derivatives
Antipsychotic Agents; Antipsychotic Agents (First Ge
Acids, Heterocyclic; Adjuvants; Adjuvants, Anesthesi
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FDAZK R #| adalimumab & etanercept (XDRIZ#HZEHI & L THA®E
TZE5, cNoDERIITNF-a (REGEZHELY A ha ) OF
fil5rFT. TNF-o Q@ EIFHF L, HFICHRERERICKEZECT .

MedGenMed

Medscape General Medicine

MedGenhed. 2006; 8(2): 25. PMCID: PMC1785182
Published online 2006 Apr 26.

TNF-alpha Modulation for Treatment of Alzheimer's Disease: A 6-Month
Pilot Study

Edward Tobinick, MD, Assistant Clinical Professor of Medicine, Hyman Gross, MD, Clinical Professor of Neurclogy,
Alan Weinberger, MD, Associate Clinical Professor of Medicine/Rheumatology, and Hart Cohen, MD, FRCPC,
Associate Clinical Professor of Medicine/Neurology

CNS Drugs
e L..November 2016, Volume 20, Issue 11, pp 1111-1120

Treatment for Rheumatoid Arthritis and Risk of
Alzheimer’s Disease: A Nested Case-Control Analysis

Authors Authors and affiliations

Richard C. Chou [~], Michael Kane, Sanjay Ghimire, Shiva Gautam, Jiang Gui I mU
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