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The right ﬂrug and the right dose,

BPREDICT7BRY Y k

15 H OEXKBERCYPZE 4 HITEChip

DS A — 5B T LR

8 HEO Popup

Clopidogrel Poor Metabolizer Rules

Genetic testing has been performed and indicates this patient may be at risk
for inadequate anti-platelet response to clopidogrel (Plavix) therapy
This patient has been tested for CYP2C 19 variants, and the presence of the "2/"2 genotype has identified this patient as a poor metabolizer of
clopidogrel. Poor metabolizers treated with clopidogrel at normal doses exhibit higher rates of stent thrombosis/other cardiovascular events.

Tr is if not
" Prescribe prasugrel (EFFIENT) 10mg daily and stop clopidogrel (PLAVIX) startdate, 10 AM

Due to increased risk of
notbe given to patients:

g compared to clopidogrel, prasugrel should

@ that have a history of stroke or transient ischemic attack *** Not known; please check StarPanel
® that are (reater than 75 years of age
® whose body weight is less then 60 kg

Ciek here tor more information

If prasugrel (EFFIENT) not selected, please choose desired action:
@ Increase maintenance dose of clopidogre! (PLAVIX) 150 mg daily, startdate, 10AM
© Maintain requested daily dose of clopidogre! (PLAVIX) 75 mg daily, startdate, 10AM

If not using prasugrel, please select a reason:

Cick here for more information

T o |

(f not should replace f I thi is not possible

Pharmacogenomic Resource for
Enhanced

Decisions inCare and Treatmens
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1% B BE AYE LD T (poor metabolizer)
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dose However, there Is not a national Inthis
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* NACHR :

— National Advisory Council on Human Genome Research : NHGRIN £ &

— NACHR working group

. ’_’ge_a%r)ly adopter EHTEL DREEAE £

- EGAPP:

HL. £LHTY/ LEBROEEE R

— CDCP (Center for Disease Control and Prevention) AYz% 37 (2005)
— Evaluation of Genomic Applications in Practice and Prevention
— EEFEMEDOFE M. BRI OE ) M
«  CPIC: Y/ L¥H ﬁ% aAVY—IF L
— Clinical Pharmacogenomics implementation Consortium,
— EBY5 ) LHERY FT—5 (PGRN) D * 27\, PharmGKBMD R & v 7 THERK,
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«  ACGM (American College of Medical Genetics and Genomics)
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“Big Data to Knowledge” (BD2K)initiative

BD2K: "Big Data to Knowledge” Initiative BA#s 2013

- T—AHEDO-HDEIRE #Ed Boune, PhD.

— 2TONIHARRIZCKBRIET—2 DOERHE - FIA
ERICETEH5T—2EEDELAKCOER|RK

— Center of Excellence in Data ScienceZ £ X 11h\Fr

Data Scientist AMERIOY 5 A

T—AR F R % 35| DDI (Data Discovery Index) Consortium
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BII52 : Nat. Ctr for Biomedical Computing : i2b2 XD EET—4

phasel (2007-2011)

— BFHILTZE L CTERRphenotypingZ 1T >

— EMR : E&Kphenotyping & BiorepositorylZ%& 2D < GWASHYA]
fen (EMR-based GWAS) FIRIZEE9 SELSIHIE ¥ &5

— eMERGE-I: Mayo Clinic, Vanderbilt X%, Northwestern X

7:5: ES Hﬁ E& RS — L i o

phase Il (2011-2015) I AN

BEFHILTLEGRBOMEEE ), S G e
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— “Clinical Secl' encm% Exploratory Research” a2V —3 7 L
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Learning system® A~ eI X 1%£: IBM Watson
~ BAERBUNE, KET—FIRN—RFEER. HEEMZME: Deep QAL X T L (jeopardy)
— MwmﬁﬁthMhéT/74JE%WMMWZTA BRZY YV TIVIEERIZHfE
—  CMU®MOpen Advancement of Question-Answering Initiative (OAQA) L XA T LM EIE
— %Eﬂ?ﬁﬁ;%%i@@]@?#x FEHEZHTET HMBBEILET7ILT) XL, TEFAMH#BZE
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- ggkmnniiﬁ#( FLT\FE émé%ﬁn-l-:ﬁm%giinﬂﬁ (WJZJ?." jJ *}l//i) 75‘%

Memorial Sloan-Kettering Cancer Center (MSKCC)
— The Oncology Expert Adviser software (OEA)
— IBMT FY UDEHBERAS LI UVERSELERIM E . MSKCCOH > TWHERKRIE (9F -7/

LT—3 . NAREOEKRG) R R E) ’é”ﬁ"ﬂo"vLAﬁ’)ﬁ BHcDEEHEICE >THREDAEA
HERTES ZDIZ/ID. BHOREICE SV AL DHIBEROABEDOZREER LS

New York Genome Center
- PNAEMENMDNABEBICHLTEYRIMENZ 7ZRMTELLIXETSHIY—ILELTT / A
MEBERICTHA v Sn=WatsonDEHEL X T L
— WUIDOXZRE L THEERS Dglioblastoma (¥'') 7 FHMEE) . 4/ LB & EERIEHR. EFEXEH
LERMEAEEZRE
Cleveland Clinic
— HMMEFHERATLA
- MERRARREEIOIS L, RENEERER I 2L—2 3 00H T, WatsonZ 3 s5RIICA A L T
FEB & 581, WatsonDHffiZF|H L -+ I_J*”G)%E' BY—ILIZ. EREIEHFHREERL.
SESERRFEDIRTEREITEL., FAIREMEDHLHEE. DM, BEROBRKZEMTHIEE
HKIETUVRZRET JOowR %izsio

MDA Anderson

— RERISEYGEE ZZEEBER oZB(clinical trial)
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- Learning system® A~ 8] X 4: ASCO(K EEf R
F
 The ASCO CancerLinQ initiative

— focused on building a “learning health system”
composed of a knowledge-generating computer

network
— collect and analyze cancer care data from millions
of patient visits and expert guidelines
- FEIRTLEREL., RKEDDET—HEED.
ZEROBESGICARMBERIIET D, LTAADNA
EI T — 2 R—RX %20155%F F TIZHEE,
~ EDBAIZTDODNT1~2FANDEHZED S
~#HEHEE., —C2a—0O0aYEa1—32ZFERELTEE
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— EEFXYT / LBEHROIREL DL S

— T/ LIFTy o RBEREER. BIEOFERELE
- &EBEEBioBank : 2EM - 2EHARETESNDHF(7/ L) BRETHNIC
Xt T & DERKIEFIDINE, FEY / Lak— b BRIKAKRDBE EE
— {ERMEFRE DR E S
- Population®BioBank : BRI Ea/R— FTREADDFIEHR (F/ L) &
RIEEHRZEOTET S/ L - aR—F

© RIEDOEF

— UK biobank :
- 50 ANDBEEEDRE - MREED.
TOREERKREZENRT 5
— BBMRI (Biobank/Biomole. Res. Infra.)  BioVUD#&RL
-« 250K L DERIMBioBankZ #i &

- HHEDBiobank 5t iE

— BIATAAILATINDY,
Biobank Japan, 6NC &£ ak— &
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- HEM D FIFHR (Genome/Omics)
~ 7/ L F 2y 9 XEH;., multi-omics
- FRIR(GRIZ)ZRIZE! (Phenotyping)
— eMERGE-I, PheKB. EWAS
- FN#FE R X 7L (DataScience)
— Data-mining, Knowledge Discovery, A LXNgE

INAATEBDEITHEY Y T—4

7/ LIEER +  ERER - IRIRIEH(EMRE)

M F R (learning) X T LA
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. Shimokawa ,K., Mogushi, K., Shoji, S., Hiraishi, A., Mizushima, H.,
Tanaka Ht. (2010) ICOD: an integrated clinical omics database based
; on the systems-pathology view of disease. BMC Genomics. 11: S19
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lCOD Integrated Clinical Omics Database
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- Epitherial-mesenchymal transition (EMT)

* non-motile, polarized epithelial cells, embedded via cell-cell junctions,
dissolve their cell-cell junctions and convert into individual, non-
polarized, motile and invasive mesenchymal cells
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ldiosyncratic Effect of Combination of GXE factors
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- N\NJADBA. BRAEEIENARE
- ARV RIDFEETIE/IL, Idiosyncratic Effect

CYP1A2 Phenotype CYP1A2 Phenotype
= Median >Median
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rare/medium | well-done | rare/medium | well done ﬂﬁl /I:Z“J “:: % BH
meat meat meat meat

Ml 1 19 | 09 | 1.2

Smoker | Slow

Al 0.9 0.8 0.8 1.3 HCA(NFOH A5 1 v
Rapid V7V, AZBIRTRE
WM=BEIC R SN BRI
Ever- NIATZ 1 0.9 1.3 0.6 B HCAZ L5 ¥ 128
Smoker | Slow A2, EAT, 2

/E/E.H' 2 EE.%'-/
NAT?2 VIUIZK B TAE, 348
< KICAZRRIENDLE
Rapid 1l2 1l3 Ol9 8.8
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